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SEQ ID NO 1: Arabidopsis thaliana STZ cDNA (CDS1536) 

AATGGCGCTCGAGGCTCTTACATCACCAAGATTAGCTTCTCCGATTCCTCCTTTGTTCGAAG 
ATTCTTCAGTCTTCCATGGAGTCGAGCACTGGACAAAGGGTAAGCGATCTAAGAGATCAAGA 
TCCGATTTCCACCACCAAAACCTCACTGAGGAAGAGTATCTAGCTTTTTGCCTCATGCTTCT 
CGCTCGCGACAACCGTCAGCCTCCTCCTCCTCCGGCGGTGGAGAAGTTGAGCTACAAGTGTA 
GCGTCTGCGACAAGACGTTCTCTTCTTACCAAGCTCTCGGTGGTCACAAGGCAAGCCACCGT 
AAGAACTTATCACAGACTCTCTCCGGCGGAGGAGATGATCATTCAACCTCGTCGGCGACAAC 
CACATCCGCCGTGACTACTGGAAGTGGGAAATCACACGTTTGCACCATCTGTAACAAGTCTT 
TTCCTTCCGGTCAAGCTCTCGGCGGACACAAGCGGTGCCACTACGAAGGAAACAACAACATC 
AACACTAGTAGCGTGTCCAACTCCGAAGGTGCGGGGTCCACTAGCCACGTTAGCAGTAGCCA 
CCGTGGGTTTGACCTCAACATCCCTCCGATCCCTGAATTCTCGATGGTCAACGGAGACGACG 
AAGTCATGAGCCCTATGCCGGCGAAGAAGCCTCGGTTTGACTTTCCGGTCAAACTTCAACTT 
TAAGGAAATT 

SEQ ID NO 2: Arabidopsis thaliana STZ protein with annotation 
of the domains 

B-BOX L-BOX 

MALEALTSPRIiASPIPPLF EDSSVFHGVEH^ 

ARDNRQPPPPPA VEKLSYKlCSVCTKTFSSYQAIiGGHKASH^ KNLSQTL 



TSAVTTGSGKSHVjCTIQJKSFPSGQALGGHKRCHYEGIsnSJNI 



KGFDLN1P21 PE FS MVNG DDE VMS PMPAKKPRF DFPVKLQL 
EAR motif 

SEQ ID NO 3: PRM3204 (sense, start codon in italics) 

5' GGGGACAAGTTTGTACAAAAAAGCAGGCTTCACAATGGCGCTCGAGGCTC 3' 

SEQ ID NO 4: PRM3205 (reverse, complementary stop codon in 
italics) 

5' GGGGACCACTTTGTACAAGAAAGCTGGGTAATTTCCTTAAAGTTGAAGTTTGA 3' 



BOXES 



SEQ ID NO 5: QALGGH motif 
QALGGH 

SEQ ID NO 6: NNM motif 
NN (M/W) QMH 

SEQ ID NO 7: EAR motif 
hDLNh (X) P 

SEQ ID NO 8: B-Box 
KR (S) KRXR 

SEQ ID NO 9: L-Box 
EXEXXAXCLXXL 
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ORTHOLOGS OP STZ ±n OTHER PLANT SPECIES 

SEQ ID NO 10: Dg_AF119050_l Datisca glomerata zinc-finger 
protein 1 (zfpl) mRNA, complete cds 

GGCACGAGGACAAATTCTCTCTCTATCCTCTGAATATCTTTGGTTTGTGAACTGAGAAGCTA 
TTAG ATGG CT C TAGAAGCGCTCAAC TCTC CGACC AC AGCT AC GC CGGTGT T TC AC TACG ACG 
ACCCCAGCTTGAATTACCTTGAGCCATGGACCAAGCGTAAGCGTTCCAAGCGTACGCGCTTA 
GATAGCCCCATACCGAGGAAGAGTACCTTGCTTTCTGCCTCATCATGCTCGCTCGTGGCCGC 
GTTGCCTCTGCAAATCGACGGGATTCTCAGTCTTCCATTCAGATTCAGCCTGAAGCAACGAC 
TTCGGCTACCAAAGTCAGTTATAAGTGCTCTGTGTGCGATAAGGCCTTTTCGTCTTATCAGG 
CTTTGGGTGGGCACAAGGCCAGCCACAGAAAGCTCGCTGGCGGCGAAGATCAATCGACTTCC 
TTTGCCACCACGAATTCAGCCACCGTCACTACCACCACAGCCTCCGGAGGTGGTGGCAGGTC 
TCATGAGTGTTCTATTTGCCACAAATCGTTCCCGACTGGCCAGGCCTTGGGTGGTCACAAGC 
GCTGCC AC TAC GAAGGC AG TATCGGCGGC AAT AGTATTC ACC AC CACAACAAT ACCACC AAC 
AGCGGAAGCAACGGTGGCATGAGCATGACCTCCGAAGTAGGTTCCACACACACAGTCAGCCA 
CAGTCACCGTGACTTCGATCTCAACATCCCGGCCTTGCCGGAGTTTCGGTCGAATTTCTTCA 
TATCCGGGGATGACGAGGTCGAGAGTCCTCATCCGGCCAAGAAACCCCGTATATTGATGAAA 
3MAACATTTCTCAAGATCACTGAACCAGGCTTTAGTTTCTTTATAGGAGGAGATTTAAAAA 
AGTAGT ATCT C TC TT TC T T TATCCGTAGG ATAATTAAT AT AT TT CGTGT AC ATAAAT TT GT A 
GTTCTTTAACACACTCTGTTTCATTTTCTTGCTTTGCTCAACTTTGTATTGGTTATTTCATT 

ATGAAAATTCAATT 

SEQ ID NO 11: Dg__AF119050_l Datisca glomerata, STZ ortholog, 
protein 

MALEALNSPTTATPVFHYDDPSLNYLEPWTKRKR^ 

ASANRRDSQSSIQIQPEATTSATKVSYKCSVCDKAFSSYQALGGHKASHRKLAGGEDQSTSF 
ATTNSATVTTTTASGGGGRSHECSICHKSFPTGQALGGHKRCHYEGSIGGNSIHHHNNTTNS 
GSNGGMSMTSEVGSTHTVSHSHRDFDLNIPALPEFRSNFFISGDDEVESPHPAKKPRILMK 

SEQ ID NO 12:Gm_T09602_U68763.1_GMU68763 Glycine max (soybean) 

probable zinc finger protein SCOF-1 mRNA, complete cds 

AAAATTCTCACTCTCTCTCTCATCTCGAGATCATAGTATCATATTCAATATCATTTCATACC 

AAACACATGGCTTTGGAAGCTCTCAACTCACCAACAACAACCGCTCCATCTTTTCCCTTTGA 

CGACCCAACTATTCCATGGGCGAAACGAAAACGTTCAAAGCGTTCTCGCGACCATCCTTCTG 

AAGAAGAGTACCTCGCCCTCTGCCTCATCATGCTCGCTCGCGGCGGCACCACCACCGTCAAC 

AACCGCCACGTCAGCCCTCCGCCGCTACAGCCACAGCCACAGCCGACACCAGATCCTTCCAC 

CAAGCTCAGTTACAAATGCTCCGTTTGCGACAAGAGCTTCCCCTCTTACCAAGCGCTCGGTG 

GACACAAGGCCAGTCACCGGAAACTCGCCGGCGCCGCCGAAGACCAACCCCCCAGCACCACC 

ACTTCCTCCGCCGCCGCCACCAGCTCCGCCTCCGGAGGTAAGGCCCATGAGTGCTCCATTTG 

CCACAAATCCTTCCCCACCGGACAGGCCCTTGGCGGACACAAACGTTGTCACTACGAAGGTA 

ACGGTAACGGAAATAACAACAACAGTAACAGCGTTGTCACCGTCGCCTCGGAAGGCGTGGGC 

TCCACCCACACTGTCAGTCACGGCCACCACCGCGACTTCGATCTCAACATCCCGGCCTTTCC 

GGATTTTTCGACCAAGGTCGGAGAAGACGAGGTTGAGAGCCCTCACCCTGTCATGAAGAAGC 

CTCGCCTCTTCGTCATTCCCAAGATCGAAATCCCCCAATTTCAATGAACTCGTTGAATTTTT 

AGTT TATT TT TCG ACTATATATT TTGG AGAAT TT TG AG AGTT AC TATAATT TG AT TTTGTAC 

ATAGTACTTGGAAGTTTTGTTGGACCGTACCGGACCCAGTTCTCTGGTTGAGGTTGTACTTT 

CACAACAGTGGCAGATTTGCAATTCAATTCAATT TATT TGTT TATT TTAAAAAAAAAAAAAA 

AAAA 
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SEQ ID NO 13: Gm_T09602 Glycine max (soybean) probable zinc 
finger protein SCOF-1, STZ otholog, protein 
MALEALNSPTTTAPSFPFDDPTIPWA^^ 

HVSPPPLQPQPQPTPDPSTKLSYKCSVCDKSFPSYQALGGHKASHKECLAGAAEDQPPSTTTS 
SAAATSSASGGKAHECSICHKSFPTGQALGGHKRCHYEGNGNGNlSnSINSNSWTVASEGVGS^ 
HT VS HGHHRDFDLN I P AFPD F S TKVGE DE VE S PHP VMKKPRLFVT PKI E I PQFQ 

SEQ ID NO 14: Ms_CAB77055_ Y18788 . 1_MSY18788 Medicago sativa 
putative TFIIIA (or kruppel) -like zinc finger protein mKNA 
AATTCGGCACGAGAAATAACCACTTCTCTCTCAAAACCTCCTTTTGCCTTTTGCTTCTACTT 
TCACTTGCGTAACGCTAACTAACTCTTCTCGAGTGTTCTTCTTTTCATCATATGGCTATGGA 

AGC ACT T AAC T C ACC CACCACTGCT AC TCCTTTC AC ACCC TT TGAG GAAC CAAATCTGAGTT 
ATCTTGAAACACCGTGGACGAAAGGTAAACGATCAAAGCGTTCTCGCATGGATCAATCTTCA 
TGCACTGAAGAAGAGTATCTCGCTCTTTGTCTCATCATGCTTGCTCGCAGCGGTAACAACAA 
CGACAAAAAGTCTGATTCGGTGGCGACGCCGCTAACCACCGTTAAACTCAGTCACAAATGCT 
CAGTCTGCAACAAAGCTTTCTCATCTTATCAAGCCCTAGGTGGACACAAAGCCAGTCACCGG 
AAAGCTGTTATGTCCGCAACCACCGCTGAAGATCAGATCACCACCACTTCATCCGCCGTGAC 
TACCAGCTCTGCTTCCAACGGTAAGAACAAGACTCATGAGTGTTCCATCTGTCACAAATCCT 
TCCCTACTGGACAGGCTTTGGGAGGACACAAGCGTTGTCACTACGAAGGCAGCGTTGGTGCC 
GGTGCCGGTGCTGGAAGTAACGCTGTAACTGCCTCTGAAGGAGTTGGATTGTCACACAGCCA 
CCACCGTGATTTTGATCTTAACCTCCCGGCTTTTCCGGACTTTTCAAAGAAGTTTTTCGTGG 
ATGACGAGGTTTTTAGTCCTTTACCTGCTGCAAAGAAGCCCTGTCTTTTCAAGCTGGAAATT 

CC TT CTC AT TACTGATCAATAAT AG ATCC AAT TT T ATTGT T ATT AT TAT TAATAATT AT TAT 
CGCTTAGGGCATAGTTATTTTCTTTTTTCTTTCAATTATTTCGGATCAATTTGTTCTGTACA 
TACAAAT T GGG AT TGGT TT T AGAATT T AGG ACGG TTGT AGAC AATGGAAAT TCAATTCAAT T 
ATTTAATTTTGTGT 

SEQ ID NO 15: Ms_CAB77055_Medicago sativa putative TFIIIA (or 
kruppel) -like zinc finger protein, STZ otholog, protein 
MAMEALNSPTTATPFTPFEEPNLSYLETPWTKGKRSKRSRMDQSSCTEEEYLALCLIMIiA^ 
GNNN DKKS DS VATPLTTVKLS HKCSVCNKAFS S YQALGGHKAS HRKAYMS ATTAEDQI TTTS 
SAVTTS S ASNGKNKTHECS I CHKSFPTGQALGGHKRCHYEGS VGAGAGAGSNAVTASEGVGL 
SHSHHRDFDLNLPAFPDFSKKFFVDDEVFSPLPAAKKPCLFKLEIPSHY 

SEQ ID NO 16: Nt_AAC06243_ AF053077 Nicotiana tabacum osmotic 

stress-induced zinc-finger protein (zfp) mRNA, complete cds 

TTTTCCCTCGAATTTGATAACTAAAGAGAATATTATGACTCTTGAAGCTTTGAAGTCACCTA 

CGGCGGCAACGCCGACTCTACCACCACGCTA^AGATGATGATGAAATTCATAATTTGGAT 

TCTTGGGCTAAAGGAAAACGATCA2VAACGGCCCCGTATTGATGCCCCACCGACTGAAGAAGA 

GTATTTAGCCCTCTGTCTCATCATGCTCGCTCGCAGCGGAACCGGAACCAGAACCGGTTTAA 

CTGATGCTACTACTTCCCAACAACCTGCCGATAAAAAAACCGCCGAGTTGCCGCCGGTTCAT 

AAGAAAGAGGT GGCAAC AG AG CAAGCAGAGCAATCTTAC AAGTG TAGCGTGTG TG AC AAGGC 

TTTTTCTTCTTATCAAGCACTCGGTGGGCATAAAGCAAGTCACCGTAAAACTACTACTACTG 

CTACCGCCGCCTCTGATGATAACAATCCTTCAACTTCAACTTCCACTGGCGCCGTTAATATC 

TCTGCTCTTAATCCAAC TGGT CGTTCACACGTCTGTTCT ATT TGCC AC AAGGC TTTTCCTAC 

TGGCCAAGCTTTGGGTGGGCACAAGCGCCGCCACTATGAAGGCAAACTCGGTGGTAACAGCC 

GCGACTTAGGCGGCGGCGGCGGCGGCGGTCATAGTGGAAGCGTCTTGACTACTTCAGACGGC 
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GGCGCGTCGACTCACACGCTACGTGACTTTGACCTGAACATGCCTGCTTCGCCGGAATTGCA 
ACTGGGTCTGAGTATTGATTGTGGACGGAAAAGTCAACTGTTGCCGATGGTCCAAGAGGTGG 
AAAGTCCTATGCCTGCAAAGAAACCGCGTTTATTGTTTTCGTTGGGTMAAACTTCTTTAGG 

GGAAT T GAAT T GATT GT GTTT TAGCCAAAT T AGT AAAT TGGT TC ATGTGAT TT TATT TT TAG 
GAAAAGGAATTATTGATTGTTTTACCCGTTTATTCTTAGGGTGGTATTATGTACAGGGAGTG 
AATCATTCATTGGTTTTACACTTTCTTAATTATATATTCTTTTTTTTTACACATAAAAAAAA 

AAAAAAA 

SEQ ID NO 17: Nt_AAC06243 JSIicotiana tabacum osmotic stress- 
induced zinc-finger protein, STZ otholog, protein 
MTLEALKSPTAATPTLPPRYEDDDEIHNLDSWAKGKRSKRPRIDAPPTEEEYIAIjCLIMLAR 

SGTGTRTGLTDATTSQQPADKKTAELPPVHKKEVATEQAEQSYKCSVCDKAFSSYQALGGHK 
ASHRKTTTTATAASDDNNPSTSTSTGAVNISALNPTGRSHVCSICHKAFPTGQALGGHKRRH 
YEGKLGGNSRDLGGGGGGGHS GS VLTT S DGGAS THTLRDFDLNMPASPELQLGLS I DCGRKS 
QLLPMVQE VE S PMPAKKPRLL FS LG 

SEQ ID NO 18: Os_AF332876 Oryza sativa zinc finger 
transcription factor ZF1 inRNA, complete cds 

AATT CGGC ACGAGGCC AC ACAGCAACC AGC C AGC TGCC AC AC T AGC TT G AG GCGAGCG AGC G 
AAGCTTAGCTAGCGGATAGAACAAGTCGTCGATCTGCTTGCTGCTTTTGTGAATTGCGGTGG 
AAGCATGTCGAGCGCGTCGTCCATGGAAGCGCTCCACGCCGCGGTGCTCAAGGAGGAGCAGC 
AGCAGCACGAGGTGGAGGAGGCGACGGTCGTGACGAGCAGCAGCGCCACGAGCGGGGAGGAG 
GGCGGACACCTGCCCCAGGGGTGGGCGAAGCGGAAGCGGTCGCGCCGCCAGCGATCGGAGGA 
GGAGAACCTCGCGCTCTGCCTCCTCATGCTCGCCCGCGGCGGCCACCACCGCGTCCAGGCGC 
CGCCTCCGCTCTCGGCTTCGGCGCCCCCGCCGGCAGGTGCGGAGTTCAAGTGCTCCGTCTGC 
GGCAAGTCCTTCAGCTCCTACCAGGCGCTCGGCGGCCACAAGACGAGCCACCGGGTCAAGCT 
GCCGACTCCGCCCGCAGCTCCCGTCTTGGCTCCCGCCCCCGTCGCCGCCTTGCTGCCTTCCG 
CCGAGGACCGCGAGCCAGCCACGTCATCCACCGCCGCGTCCTCCGACGGCATGACCAACAGA 
GTCCACAGGTGTTCCATCTGCCAGAAGGAGTTCCCCACCGGGCAGGCGCTCGGCGGGCACAA 
GAGGAAGCACTACGACGGTGGCGTAGGCGCCGGCGCCGGCGCATCTTCAACCGAGCTCCTGG 
CCACGGTGGCCGCCGAGTCCGAGGTGGGAAGCTCCGGCAACGGCCAGTCCGCCACCCGGGCG 
TTCGACCTCAACCTCCCGGCCGTGCCGGAGTTCGTGTGGCGGCCGTGCTCCAAGGGCAAGAA 
GATGTGGGACGAGGAGGAGGAGGTCCAGAGCCCCCTCGCCTTCAAGAAGCCCCGGCTTCTCA 
CCGCGSMATTCAGCAGCTGCACGGATCCGATCCGTCAGAGTTTTTGTCTAGGGAGTGiy^ATT 
CAGTCGAAACACACTATTCGTTGATTCGTTTTGTGCCGCTATTGTTTAATTTGTTCCTGCTT 
T T GT AC AGAGCAAGCGAGTGAT ACAT AGCC AT AC AT AC AGTC ATACAGATAT AGGT CTAGC T 
CTTCCTTGGTTCTTTGTAACACTGGAACTGTACCTGTATCTTTTACACTTTGTTCTTTGACA 
GTCATATATTGTAGACCAAAAAAAAAAAAAAAAAA 

SEQ ID NO 19: Os_AF332876 Oryza sativa seedling zinc finger 
transcription factor ZF1, STZ otholog, protein 

MS S ASSMEALHAAVXKEEQQQHEVEEATVVT S S S ATS GEEGGHLPQGWAKRKRSRRQRSEEE 
NIALCLIJJ4LARGGHHRVQAPPPLSASAP 

TPPAAPVIiAPAPVAALLP S AE DREP AT S S TAAS SDGMTNRVHRC S I CQKEFPTGQALGGHKR 
KHYDGGVGAGAGAS STELLATVAAE SEVGSS GNGQS ATRAFDLNLPAVPEFVWRPCSKGKKM 
WDEEEEVQS PLAFKKPRLLT A 
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SEQ ID NO 20: Ph_BAA05079_D26086 . 1 [Petunia x hybrida] . 
PETZFP4 zinc-finger protein gene • 

TTCACTCACCAAAACAACTTCTCTACCTCTTCTACTTGCACATTCAAATTCTTTCATTACTA 
CT TATCTC T AC TAAT CT TG AT TC GATTTT AGTAAATCAAAC AAG AGAAT CT TT TC AGTAAT A 
CAAACAAGAAAAT TT TC TC TC TATACT TGATT GAGT TT AGTAAGGC AAAC AAG AAAACT ATC 
ATGGCACT TGAAGCAT T GAAT TC TCCAACT ACAACAAC ACCACC ATC AT TCCAAT TTGAGAA 
CAACGGGC TTAAGT AC C T TGAGAGT TGGAC AAAAGGTAAAAGAT C AAAAAGGC AACGCAGC A 
TGGAACGAC AGTGT ACT GAAG AAGAGT AT T TAGC AC TT TGTC TT AT CAT GC TAGC ACGT AGC 
GATGGTTCTGTTAATAACTCACGGTCTCTACCACCACCACCACTACCACCATCAGTTCCAGT 
AACGTCGCAAATAAACGCG ACGT T ATT GGAACAGAAGAATTTGTACAAGTGTTCCGTTTGTG 
GTAAAGGGTTTGGGTCTTATCAAGCTTTAGGTGGACATAAAGCAAGTCACCGGAAACTTGTC 
AGCATGGGAGGAGATGAACAATCTACTACTTCCACTACTACTAACGTAACGGGAACTAGTTC 
CGCTAACGTTAACGGTAACGGAAGAACTCACGAATGTTCAATTTGTCACAAGTGCTTTCCTA 
CTGGACAAGCTTTAGGTGGTCATAAAAGGTGCCACTATGACGGTGGTAACGGTAACGGTAAC 
GGAAGTGTAAGTGTTGGGGTGACGTCATCTGAAGGTGTGGGGTCCACTATTAGTCATCACCG 
TGACTTTGACTTGAATATTCCCGCGTTGCCGGAGTTTTGGCCGGGATTTGGTTCCGGCGAGG 
ATGAGGTGGAGAGTCCTCATCCAGCAAAGAAGTCAAGGCTATCTCTTCCACCTAAACTTGAA 
TT AT TCAAAGGATTATAGAGG GAAT AT TGATT TGTTAC AGGAAGATTT ATT AG GATT CACGA 
ATTTTTTGTTGACTAGTTTATGTAATAT 

SEQ ID NO 21: PhJBAA05079 [Petunia x hybrida] zinc -finger 
protein, STZ otholog, protein 

MALEALNSPTTTTPPSFQFENNGLKYLESWTKGKRSKRQRSMERQCTEEEYLALCLIMLARS 
DGSVNNSRSLPPPPLPPSVPVTSQINATLLEQKNLYKCSVCGKGFGSYQALGGHKASHRKLV 
SMGGDEQSTTSTTTNVTGTSSANWGNGRTHECSICHKCFPTGQALGGHKRCHYDGGNGNGN 
GS VSVGVTSSEGVGST I SHHRDFDLNI PALPEFWPGFGSGEDEVESPHPAKKSRLSLPPKLE 
LFKGL 

SEQ ID NO 22: Ta_BAA03901 Triticum aestivum gene for zinc- 
finger protein WZF1, complete cds 

ATGTCGTCGTCGGCCATGGAAGCGCTCCACGCCCTGATCCCGGAGCAGCACCAGCTGGACGT 
TGAGGCGGCTGCGGCTGTCAGCAGCGCCACCAGCGGCGAGGAGAGCGGCCACGTGCTGCAGG 
GGTGGGCCAAGAGGAAGCGATCGCGCCGCCAGCGCTCCGAGGAGGAGAACCTCGCGCTCTGC 
CTCCTCATGCTCTCGCGCGGCGGCAAGCAGCGTGTTCAGGCGCCGCAGCCGGAGTCGTTCGC 
TGCGCCGGTGCCTGCCGAGTTCAAGTGCTCCGTCTGCGGCAAGTCCTTCAGCTCCTACCAGG 
CGCTCGGAGGCCACAAGACGAGCCACCGGGTGAAGCAGCCGTCTCCTCCCTCTGATGCCGCT 
GCTGCCCCACTCGTGGCCCTCCCGGCCGTCGCCGCCATCCTGCCGTCCGCCGAGCCGGCCAC 
GTCGTCCACCGCCGCGTCCTCCGACGGCGCGACCAACAGAGTCCACAGGTGCTCCATCTGCC 
AAAAGGAGTTCCCGACTGGGCAGGCGCTCGGCGGGCACAAGAGGAAGCACTACGACGGAGGC 
GTGGGCGCCGCCGCCTCGTCGACCGAGCTTCTGGCCGCCGCGGCCGCCGAGTCTGAGGTGGG 
GAGCACCGGCAACGGGAGCTCCGCCGCCCGGGCCTTCGACCTGAACATTCCGGCCGTGCCGG 
AGTTCGTGTGGAGGCCGTGCGCCAAGGGCAAGATGATGTGGGAGGACGATGAGGAGGTGCAG 
AGCCCCCTCGCCTTCAAGAAGCCTCGGCTTCTCACCGCTTGA 
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SEQ ID NO 23: Ta_BAA03901_WZFl Triticum aestivum, STZ otholog, 
protein 

MS S S AMEALHAL I PEQHQLDVE AAAAVSS AT SGEE S GHVLQGWAKRKRSRRQRSEEENIiALC 
LLMLSRGGKQRVQAPQPE S FAAPVPAE FKC S VCGKS F S S YQALGGHKT SHRVKQPS P PS DAA 
AAPLVALPAVAAILPS AE PATS STAAS S DGATNRVHRCS I CQKEFPTGQALGGHKRKHY DGG 
VGAAASSTELLAAAAAESEVGSTGNGSSAAE^AFDLNIPAVPEFVWRPCAKGKMMWE 

SPLAFKKPRLLTA 

SEQ ID NO 24: Ca AF539746 Capsicum annum zinc finger protein 
mRNA, complete cds 

AAAATCTTCGCTACTTACTTACATCTTCTAGAATAGTCACTAGAACCAGTAACTTTATACAA 
CGGATATCGATATOGCACTTGAAGCTTTGAATTCTCCAACTGGTACACCAACTCCGCCACCG 
TT TC AAT TT GAGAGCGACGGCC AAC AGCT T CG ATAT ATCGAAAACT GGAGGAAGGGAAAGAG 
AT CT AAAAGGT CACGC AGC ATGGAGCACC AGCCTAC TGAGGAAGAATACTT AGCGCT TT GT T 
TGATCATGCTTGCACGTAGCGGTGGCTCCGTTAATCATCAACGATCTCTACCACCGCCGGCT 
CCGGTGATGAAACTGCACGCGCCGTCGTCATCATCGGCGGCGGAGGAGGAGAAGGAGAAGAT 
GGTGTATAAGTGTTCGGTTTGTGGTAAGGGATTTGGGTCTTATCAAGCTTTAGGTGGACACA 
AAGCT AGT CAC CGGAAACTCG TACCCGGCG GAGATG ATCAGTCAACTACCT CC ACAACC ACT 
AACGCAACCGGAACAACAACCTCCGTTAACGGCAACGGCAACAGAAGTGGAAGGACTCACGA 
GTGTTCGATTTGTCACAAGTGTTTTCCC AC TGGACAAGCTTTAGGTGG AC AC AAAAGGT GTC 
ACTACGACGGCGGTATCGGTAACGGAAACGCTAACAGTGGCGTTAGTGCTAGCGTTGGAGTG 
ACGTCATCGGAGGGTGTGGGGTCCACAGTCAGTCACCGGGATTTCGACTTGAACATTCCGGC 
GTTGCCGGAATTCTGGCTGGGATTTGGTTCCGGCGAAGATGAGGTGGAGAGTCCACATCCGG 
CGAAGAAATCGCGGTTATGTTTGCCTCCAAAATATGAATTATTTCAACATEaATGGGAATTT 

G ATT GT TAGG ATT TACT AT TT T GGT AGACAAAAT TAT ACT ATGT AAGT TT T AATT TT CATTG 
TGGGTGGGAGCAAAATTTTTAATTTTTTGTCTATAGACCTAGCTAGTTACTAATAGCAAAAA 

TTCAATTGATTGATTTAAAAAAAAAAAAAAAAAA 

SEQ ID NO 25: Ca AF539746-capsicum annum, STZ otholog, protein 

MALEALNSPTGTPTPPPFQFESDGQQLRYIENWRKGKRSKRSRSMEHQPTEEEYIiALCLIML 

T^RSGGSVNHQRSLPPPAPVMKLHAPSSSSAAEEEKEKMVYKCSVCGKGFGSYQAi 

RKLVPGGDDQSTTSTTTNATGTTTSVNGNGNRSGRTHECSICHKCFPTGQALGGHKRCHYDG 

GIGNGNANSGVSASVGVTSSEGVGSTVSHRDFDLNIPALPEFWLGFGSGEDEVESPHPAKKS 

RLCLPPKYELFQH 

PARALOGS OP STZ IN ARABIDOPSIS THALIANA 

SEQ ID NO 26: gi JL8402298_ref JSIMJL12848 • 1 mRNA 

ACTTCACTCTCTAATTTCCTTCTCTCTATCTCTCACCATATTCGCGATTAAAAACTCTCAAC 
TTTTCTCTCAAATT TCTGATCCT TT GATCCAACAGTTAGAAGAAGATTCATCTGATCATGGC 
CC TCGAAGCG ATGAAC ACTCC AACT TC TTCTTT CACCAG AATCGAAACGAAAGAAG AT TTGA 
TGAACGACGCCGTTTTCATTGAGCCGTGGCTTAAACGCAAACGCTCCAAACGTCAGCGTTCT 
CACAGCCCTTCTTCGTCTTCTTCCTCACCGCCTCGATCTCGACCCAAATCCCAGAATCAAGA 
TCTTACGGAAGAAGAGTATCTCGCTCTTTGTCTCCTCATGCTCGCTAAAGATCAACCGTCGC 
AAACGCGATTTCATCAACAGTCGCAATCGTTAACGCCGCCGCCAGAATCAAAGAACCTTCCG 
TACAAGTGTAACGTCTGTGAAAAAGCGTTTCCTTCCTATCAGGCTTTAGGCGGTCACAAAGC 
AAGTCACCGAATCAAACC ACCAACCGT AATC TCAACAACCGCCG AT GATT CAAC AGCTCCGA 
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CCATCTCCATCGTCGCCGGAGAAAAACATCCGATTGCTGCCTCCGGAAAGATCCACGAGTGT 
TCAATCTGTCATAAAGTGTTTCCGACGGGTCAAGCTTTAGGCGGTCACAAACGTTGTCACTA 
CGAAGGCAAC CT CGGC GGCGG AGGAGGAGG AGGAAGCAAATCAATC AGTC AC AGTGGAAGCG 
TGTCGAGCACGGTATCGGAAGAAAGGAGCCACCGTGGATTCATCGATCTAAACCTACCGGCG 
TTACCTGAACTCAGCCTTCATCACAATCCAATCGTCGACGAAGAGATCTTGAGTCCGTTGAC 
CGGTAAAAAACC GC TT TT GTTGACCGATC AC GACC AAGT C ATCAAGAAAGAAGATT TATCTT 
TAAAAATC TAAT ACTCGACT AT T AAT TCT TGTGTG AT T TT TT TC GT TACAAC CAT AG TTT CA 
TTTTCATTTTTTTAGTTACAAATTTTTAATTGTTCTGATTTGGATTGAATATTGGTATATTG 

TTAGGGGTTGATAC 

SEQ ID NO 27: Translation of gi_18402298_ref_NM_112848 . 1_ 

MALEAMNTPTSSFTRIETKEDI^DAVFIEPWLKRKRSKRQRSHSPSSSSSSPPRSRPKSQN 

QDLTEEEYLALCLLMLAKDQPSQTRFHQQSQSLTPPPESKNLPYKCNVCEKAFPSYQALGGH 

KASHRIKPPTVISTTADDSTAPTISIVAGEKHPIAASGKIHECSICHKVFPTGQALGGHKRC 

HYEGNLGGGGGGGSKSISHSGSVSSTVSEERSHRGFIDLNLPALPELSLHHNPIVDEEILSP 

LTGKKPLLLTDHDQVIKKEDLSLKI 

SEQ ID NO 28: giJ30680473_ref_NM_120516 . 3_mRNA 

AAATCAAATCTTTTCATTTACAATTATCTTTCTTCTCAATTTAGAACTTAGTAGCTAGTCTT 
CAAGATAATGGCACTTGAAACTCTTACTTCTCCAAGATTATCTTCTCCGATGCCGACTCTGT 
TTCAAGATTCAGCACTAGGGTTTCATGGAAGCAAAGGCAAACGATCTAAGCGATCAAGATCT 
GAATTCGACCGTCAGAGTCTCACGGAGGATGAATATATCGCTTTATGTCTCATGCTTCTTGC 
TCGCGACGGAGATAGAAACCGTGACCTTGACCTGCCTTCTTCTTCGTCTTCACCTCCTCTGC 
TTCCTCCTCTTCCTACTCCGATCTACAAGTGTAGCGTCTGTGACAAGGCGTTTTCGTCTTAC 
CAGGCTCTTGGTGGACACAAGGCAAGTCACCGGAAAAGCTTTTCGCTTACTCAATCTGCCGG 
AGGAGATGAGCTGTCGACATCGTCGGCGATAACCACGTCTGGTATATCCGGTGGCGGGGGAG 
GAAGTGTGAAGTCGCACGTTTGCTCTATCTGTCATAAATCGTTCGCCACCGGTCAAGCTCTC 
GGCGGCCACAAACGGTGCCACTACGAAGGAAAGAACGGAGGCGGTGTGAGTAGTAGCGTGTC 
GAATTCTGAAGATGTGGGGTCTACAAGCCACGTCAGGAGTGGCCACCGTGGGTTTGACCTCA 
AC AT ACCGCCG ATACCGGAAT TCTC GATGGTC AACGGAG ACGAAGAGGTGATGAGT CC TATG 
CCGGCGAAGAAACTCCGGTTTGACTTCCCGGAGAAACCCTAAACATAAACCTAGGAAAAACT 
TT AC AG AATTC ATT TT ATAGGAAAT TGTTTT ACTGT ATAT AC AAAT ATCG AT TT TG AT TGAT 
GTTCTTCTTCACTGAAAAATTATGATTCTTTGTTGTATAATTGATGTTTCTGAAAAAGATAT 
AACTTTTTATTGTTTCACACGTATCAAAATTTGCTTGGATACATCA 

SEQ ID NO 29: Translation of gi_30680473_ref JtfM_120516 . 3_ 

MAI^TLTSPRLSSPMPTLFQDSALGFHGSKGKRSKRSRSEFDRQSLTEDEYIALCIiMLLARD 

GDRNRDLDLPSSSSSPPLLPPLPTPIYKCSVCDKAFSSYQALGGHKASHRKSFSLTQSAGGD 

ELSTSSAITTSGISGGGGGSVKSHVCSICHKSFATGQALGGHKRCHYEGKNGGGVSSSVSNS 

EDVGSTSHVSSGHRGFDLNIPPIPEFSMVNGDEEVMSPMPAKKLRFDFPEKP 
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SEQ ID NO 30: gi 30693252_ref_NM_114853.2_mRNA 

ATGGCTCTCGACACTCTCAATTCTCCCACCTCCACCACCACAACCACCGCTCCTCCTCCTTT 
CCTCCGTTGCCTCGACGAAACCGAGCCCGAAAACCTCGAATCATGGACCAAAAGAAAACGTA 
CAAAACGTCACCGTATAGATCAACCAAACCCTCCTCCTTCTGAAGAAGAGTATCTCGCTCTT 
TGCCTCCTTATGCTCGCTCGTGGCTCCTCCGATCATCACTCTCCACCGTCGGATCATCACTC 
TCTTTCTCCACTGTCCGATCATCAGAAAGATTACAAGTGTTCCGTCTGTGGCAAATCTTTCC 
CGTCTTACCAAGCGTTAGGTGGACACAAAACAAGTCACCGGAAACCGGTTAGTGTCGATGTT 

AATAAT AGTAACGGAACCGT T AC T AAT AACGGAAATAT T AGT AACGGT TT AGT TGGTCAAAG 
TGGGAAGACTCATAACTGCTCTATATGTTTTAAGTCGTTTCCCTCTGGTCAAGCATTGGGTG 
GTCACAAACGTTGTCACTATGATGGTGGTAACGGTAACAGTAACGGTGACAATAGCCACAAG 
TTTGACCTAAATTTACCGGCTGATCAAGTTAGTGATGAGACAATTGGAAAAAGTCAACTCTC 
CGGT GAAG AAACAAAG TC GGTGT TGTGAT T ATT AT TAT T T TT T ACCGATC GGGAT T AGCT AG 
TGGTTGATCATTAGCTGAGTCTGTAATGAAAATGAT 

SEQ ID NO 31: Translation of giJ30693252_ref JS!M_114853 .2 
MALDTIJ^SPTSTTTTTAPPPFLRCLDETEPENLESWTKRKRTKRHRIDQPNPPPSEEEYLAL 

CLIiMLARGS S DHHS PP S DHHS LS PL S DHQKD YKCS VC GKS FP S YQALGGHKT S HRKPVS VDV 
l^SNGTVTNNGNISNGLVGQSGKTHNCSICFKSFPSGQALGGHKRCHYDGGNGNSNGDNSHK 

FDLNLPADQVS DE T I GKSQLS GEE TKSVL 

SEQ ID NO 32:. gi_30694224_ref_NM_123683 ,2_mRNA 

AAATTTTCTATAGCAATGGCGCTTGAAGCTCTTAATTCACCAAGATTGGTCGAGGATCCCTT 
AAGATTCAATGGCGTTGAGCAGTGGACCAAATGTAAGAAACGATCCAAACGTTCGAGATCTG 
ATCTTCATCATAACCACCGTCTCACTGAGGAAGAGTATCTAGCTTTCTGTCTCATGCTTCTT 
GCTCGGGATGGCGGCGATCTTGACTCTGTGACGGTTGCGGAGAAGCCGAGTTATAAGTGTGG 
CGTTTGTTACAAGACGTTTTCGTCTTACCAAGCTCTCGGCGGTCATAAAGCGAGCCACCGGA 
GCT T AT ACGGTGGTGG AG AGAATG ATAAAT CGACACC AT CCACCGC CGTGAAATCT CACGTT 
TGTTCGGTTTGCGGGAAATCTTTCGCCACCGGTCAAGCTCTCGGCGGCCACAAGCGGTGCCA 
CTACGATGGTGGCGTTTCGAACTCGGAAGGTGTGGGGTCTACTAGCCACGTCAGCAGTAGTA 
GCCACCGTGGATTTGACCTTAATATTATACCGGTGCAGGGATTTTCGCCGGACGACGAAGTG 
ATGAGTCCGATGGCGACTAAGAAGCCTCGCCTGAAGTAAGTCTTTGTTGAAGACCTGGAAGT 
TTATCAAATGTAAATATCAAATTTCAATTTCAAGGAACAGTTTTGTTGATTCTATTACCAAT 

AC AC AATACGAT TC AATTCC 

SEQ ID NO 33: Translation of g±J30694224_ref J»M_123683.2_ 
MALEALNSPRLVEDPLRFNGVEQWTKCKKRSKRSRSDLHH^ 

DLDSVTVAEKPSYKCGVCYKTFSSYQALGGHKASHRSLYGGGENDKSTPSTAVKSHVCSVCG 
KS FATGQALGGHKRCHYDGGVSNSEGVGS TSHVSSSS HRGFDLNI I PVQGFS PDDEYMSPMA 
TKKPRIiK 
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SEQ ID NO 34: gi_3 069830 7_ref _NM_1 26145. 2_raRNA 

CACACTTCACTCTTTCTTCATCTTCTTCTTCTTAAATAGCTCGAAATCACATCTCACAGAAT 
TAAATCTTATGGCTCTCGAGACTCTCAATTCTCCAACAGCTACCACCACCGCTCGGCCTCTT 
CTCCGGTATCGTGAAGAAATGGAGCCTGAGAATCTCGAGCAATGGGCTAAAAGAAAACGAAC 
AAAACGTCAACGTTTTGATCACGGTCATCAGAATCAAGAAACGAACAAGAACCTTCCTTCTG 
AAGAAGAGTATCTCGCTCTTTGTCTCCTCATGCTCGCTCGTGGCTCCGCCGTACAATCTCCT 
CCTCTTCCTCCTCTACCGTCACGTGCGTCACCGTCCGATCACCGAGATTACAAGTGTACGGT 
CT GTGGGAAGTC CT TT TC GTC AT AC C AAGCC TT AGGT GG ACACAAG AC GAGT CACCGGA&AC 
CGACGAAC AC TAGT AT CACT TCC GGT AACCAAGAACT GT C TAATAACAGTC AC AGTAAC AGC 
GGTTCCGTTGTTATTAACGTTACCGTGAACACTGGTAACGGTGTTAGTCAAAGCGGAAAGAT 
TCACACTTGCTCAATCTGTTTCAAGTCGTTTGCGTCTGGTCAAGCCTTAGGTGGACACAAAC 
GGTGTCACTATGACGGTGGCAACAACGGTAACGGTAACGGAAGTAGCAGCAACAGCGTAGAA 
CTCGTCGCTGGTAGTGACGTCAGCGATGTTGATAATGAGAGATGGTCCGAAGAAAGTGCGAT 
CGGTGGCCACCGTGGATTTGACCTAAACTTACCGGCTGATCAAGTCTCAGTGACGACTTCTT 
AACG T TGACT GAGT TT GAGG AAAAAGT C AAC TATC AAGCGAAGAAAGGGTT AGTGGACGGTG 
AAGATTAACGGTCGTTTCTTTCCAGTTGCTTCGGTTTGAGCTTGACTGGGTCTGTAATGAAA 
ATGATTGGAGTGGACTTGGCATTATTATTATTATTTTTAAAAAGAAATGTTAATTTGTTGTT 
GG AT TTGT TT AT AG AT AG AGGAAAC AATTGG GATACAC AAAT AT TT TT TTTTTT T ACAAAGA 
AAATAATAAT GC AG AGATGG AT GAT TGGATCGTAC AC GT TAT T ATATAGTGG AC CAT T CTGT 
AATCGTGAATTATTATTATTTGTTAGAAATTTAATTTTCGT 

SEQ ID NO 35: Translation of gi_30698307_ref Jtttf_126145 . 2_ 
MALETLNSPTATTTARPL^YREEl^^ 

YLALCLLMIARGSAVQSPPIiPPLPSRASPSDHRDYKCTVCGKSFSSYQALGGHKTSHRKPTN 
TSITSGNQELSNNSHSNSGSWINVTVNTGNGVSQSGKIHTCSICFKSFASGQALGGHKRCH 
YDGGNNGNGNGSSSNSVELVAGSDVSDVDNERWSEESAIGGHRGFDLNLPADQVSVTTS 

OTHER GENES IN EVALUATION 

SEQ ID NO 36: gi_ 12698881_ref_ AF_332876 . 1 jnoRNA, 2xC2H2, 
Oryza sativa 

AATTCGGCACGAGGCCACACAGCAACCAGCCAGCTGCCACACTAGCTTGAGGCGAGCGAGCG 
AAGCTTAGCTAGCGGATAGAACAAGTCGTCGATCTGCTTGCTGCTTTTGTGAATTGCGGTGG 
AAGCATGTCGAGCGCGTCGTCCATGGAAGCGCTCCACGCCGCGGTGCTCAAGGAGGAGCAGC 
AGCAGCACGAGGTGGAGGAGGCGACGGTCGTGACGAGCAGCAGCGCCACGAGCGGGGAGGAG 
GGCGGACACCTGCCCCAGGGGTGGGCGAAGCGGAAGCGGTCGCGCCGCCAGCGATCGGAGGA 
GGAGAACCTCGCGCTCTGCCTCCTCATGCTCGCCCGCGGCGGCCACCACCGCGTCCAGGCGC 
CGCCTCCGCTCTCGGCTTCGGCGCCCCCGCCGGCAGGTGCGGAGTTCAAGTGCTCCGTCTGC 
GGCAAGTCCTTCAGCTCCTACCAGGCGCTCGGCGGCCACAAGACGAGCCACCGGGTCAAGCT 
GCCGACTCCGCCCGCAGCTCCCGTCTTGGCTCCCGCCCCCGTCGCCGCCTTGCTGCCTTCCG 
CCGAGGACCGCGAGCCAGCCACGTCATCCACCGCCGCGTCCTCCGACGGCATGACCAACAGA 
GTCCACAGGTGTTCCATCTGCCAGAAGGAGTTCCCCACCGGGCAGGCGCTCGGCGGGCACAA 
GAGGAAGCACTACGACGGTGGCGTAGGCGCCGGCGCCGGCGCATCTTCAACCGAGCTCCTGG 
CCACGGTGGCCGCCGAGTCCGAGGTGGGAAGCTCCGGCAACGGCCAGTCCGCCACCCGGGCG 
TTCGACCTCAACCTCCCGGCCGTGCCGGAGTTCGTGTGGCGGCCGTGCTCCAAGGGCAAGAA 
GATGTGGGACGAGGAGGAGGAGGTCCAGAGCCCCCTCGCCTTCAAGl^AGCCCCGGCTTCTCA 
CCGCGTAATTCAGCAGCTGCACGGATCCGATCCGTCAGAGTTTTTGTCTAGGGAGTGAAATT 
CAGTCGAAACACACTATTCGTTGATTCGTTTTGTGCCGCTATTGTTTAATTTGTTCCTGCTT 
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TTGTACAGAGCAAGCGAGTGATACATAGCCATACATACAGTCATACAGATATAGGTCTAGCT 
CTTCCTTGGTTCTTTGTAACACTGGAACTGTACCTGTATCTTTTACACTTTGTTCTTTGACA 

GTCATATATTGT AGAC CAAAAAAAAAAAAAAAAAA 

SEQ ID NO 37: gi_12698882_ref_AAK01713 . 1, 2xC2H2, Oryza sativa 

MS S AS SME ALHAAVLKEE QQQHE VEEAT WT SS SAT S GEE GGHL PQGWAKRKRS RRQRSEEE 

NLALCLLMLARGGHHRVQAPPPLSASAPPPAGAEFKCSVCGKSFSSYQAL 

TP PAAPVL AP APVAALLP S AE DRE PAT S S TAAS SDGMTNRVHRC S I CQKE PP TGQALGGHKR 

KH YDGGVGAGAGAS STELLATVAAE SEVGS S GNGQS ATRAFDLNLPAVPEFVWRPC SKGKKM 

WDEEEEVQSPIiAFKKPKLLTA 

SEQ ID NO 38: gi_6434215_ref_AI*132966 . l_region 116202 ... 
116729, 2xC2H2, Arabidopsis thaliana 

ATGAAG AGAG ACCGGTCC GATT ACGAAGAAT CC AT GAAGCAT AT AG AC AT AG TAGAAAGT CT 
AATGATGTTATCTCGAAGTTTCGTGGTCAAACAAATCGATGTAAAGCAATCTACCGGAAGCA 
AAACGAACCATAATAACCACTTCGAATGCAAAACGTGTAACCGGAAATTTGATTCCTTCCAA 
GCTC TTGGAGGTCATAGAGC T AGCC ACAAGAAACC TAAGC TGAT CGTT GACCAAGAAC AGGT 
GAAGCAT CG T AAC AAAGAGAAT GATATGCAT AAGTGT ACAAT T TGCGATCAAAT GT TT GGG A 
CCGGTCAAGCTCTAGGCGGTCACATGAGAAAGCATAGGACGAGCATGATAACCGAGCAATCG 
ATTGTCCCTTCTGTGGTTTATTCCAGACCGGTTTTTAATCGTTGCAGTAGCAGCAAGGAGAT 
CTTGGACTTAAATCTAACTCCATTGGAAAATGATCTTGTGTTAATCTTTGGGAAGAATTTGG 
TTCC AC AAATTGAT T TGAAGT TT GTGAATTAG 

SEQ ID NO 39: gi_6729511_ref_CAB67 667 . 1, 2xC2H2, Arabidopsis 
thaliana 

MKRDRSDYEESMKHIDIVESLMML^ 

ALGGHRASHKKPKLIVDQEQVKHRNKENDMHKCTICDQMFGTGQALGGHMRKHRTSMITEQS 
I VPS WYSRPVFNRCS S SKE I LDLNLT PLENDLVLIFGKNLVPQI DLKFVN 

SEQ ID NO 40: ref_CA279020, 2xC2H2, sugar cane 

CCTAACCAGCATTAGCTTTTCAAATCAACAAGCCTCGCCGTGACCGATCGATGGCCATCACC 
CACGACGACTACGTCTCCCTCTGCCTCATGGCGCTCGCAGCCGCGGGAGGCGGAGGCCAAGC 
TGGTTTAACAACGCAGTACGCTCTGAACACGGCTGCCTGGACAGCGACGGCGCAAGAGTCCG 
AGCTCCGCTTCCGGTGCTCCGTCTGTGGCAAGGCCTTCGCGTCGCACCAGGCACTGGGCGGG 
CACAAGGCCAGCCACCGCAAGCCGACGCTCGTACAGGCACATGCGTCGTCCTCAGCCGGAGG 
CGCGGCGTCGTCGTCGGTAACAATGACCTCGGCCGTAGGCAGCAGTGGGCAGGGGAGGCACA 
GGTGCACGGTGTGCCATCGGAGCTTCGCGACGGNGCAAGCGCTCGGCGGGCACAAGAGGTGC 
CATTACTGGGACGGGCTCTCGGTGTCGCTCACCGCGTCGTCGGCGCCATCGGGGTCCGGGTC 
GACCGTCAAGGGCTTTGATCTGAATTTGGTGCCGGTGCCGCCCGCGATGGCCGCCAACGCTG 
CGACAAGGTGGGGAGAGGAGAANNAAGTCANAAACCCTTGGCGGTCAAGAGAAGGCGGCTTG 
CCGGTCCGTCTTGGACCCTAATTTAACGATTTAGAAGTCCTTTTTTTAATAATTAAGAGTTC 
TTTTGAAGl^AGGTTGTAAAGTTTTCGAACCTTGTTCTTTTAATGGATTTGGGTGCTGGCGAA 
ATTTTAAAACTGGATTTAAATTTGCGCTCACTCTTTTTTTTTATTTTTTACACCCTTTTTTT 

TT TTTAGAAGAAGA 
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SEQ ID NO 41: giJL8027011_ref_AF254447 . 1 , 2xC2H2, Arabidopsis 
thaliana 

TTCCTTTCTCTTCCTCTCTCTCTCTCTTCACCATGACTGATCCTTATTCCAATTTCTTCACA 
GACTGGTTCAAGTCTAATCCTTTTCACCATTACCCTAATTCCTCCACTAACCCCTCTCCTCA 
TCCTCTTCCTCCTGTTACTCCTCCCTCTTCCTTCTTCTTCTTCCCTCAATCCGGAGACCTCC 
GCCGTCCACCGCCGCCACCAACTCCTCCTCCTTCTCCTCCTCTCCGAGAAGCCCTCCCTCTC 
CTCAGCCTCAGCCCCGCCAACAAACAACAAGACCACCATCACAACCATGACCACCTTATTCA 
AG AACC AC CT TC AACC TCCATGG ATGTCG ACTACGAT CATCACC AT CAAG ATGATC ATCATA 
AC CTCG AT GACGATGACC AT GACGT CACC GT TGCT C T TC AC ATAGGCC TT CC AAGCCCTAGT 
GCTCAAGAGATGGCCTCTTTGCTCATGATGTCTTCTTCTTCCTCTTCCTCGAGGACCACTCA 

TC ATCACG AGG AC ATGAATC ACAAGAAAGACCT CG ACCAT GAGT AC AG CC AC GG AGCTGTCG 
GAGGAGGAGAAGATGACGATGAAGATTCAGTCGGCGGAGACGGCGGCTGTAGAATCAGCAGA 
CTCAACAAGGGTCAATATTGGATCCCTACACCTTCTCAGATTCTCATTGGCCCTACTCAGTT 
CTCATGTCCTGTTTGCTTCAAAACCTTCAACAGATACAATAACATGCAGATGCATATGTGGG 
GACATGGATCAC AATAC AGAAAAGGAC CTGAATCT CTAAG GGGAAC ACAACC AAC AGG AATG 
CTAAGGCTTCCGTGCTATTGCTGCGCCCCAGGCTGTCGCAACAACATTGACCATCCAAGGGC 
AAAGCC TC TC AAAG AC T T CAGAACCCT TCAAAC AC AT TAC AAGAGAAAACATGGG ATC AAAC 
CT T TCATGTGTAGGAAAT GTGGAAAGGCT TTCGCAGTCC G AGGGGACT GG AGAAC ACATGAG 
AAGAAT TGTGGCAAAC T T TGGTAT T GC AT ATGTGGAT CT GAT TTC AAGCACAAG AGAT CT CT 
CAAAGATC ACAT CAAGGC T TT TGGGAATGGT C ATGG AGC CTACGGAAT TG ATGGGT TT GATG 
AAGAAG AT GAGCCTGCC T CTG AGGT AG AACAATTAGACAATGATC ATGAG TC AATGCAGT CT 
AAATAGCT TAT AT AT AT TAC T AT AAGTAC TAAGT AAT TC GGT AT AT ATAT TAAT TATAAGAA 
ACCT AAAT CT ATGGACC AAGT TT TGATGGAGGT AGGGCT T T TCAAACTAAAAGC TAT ATC AT 
CT AATTGATC AT AGGAAAAAAATG AATCAAGAGCACT TGGAAAAT TTTAAAT TG TATC TT TA 
GCTTCCTAGTTAAATTTATTGCAAGACAATGTAGCAGTCTAACCAATGAGGTTCCCAACGGT 
TTATTTCTATTTGTATATTATTTTGTCATTAGCTTCACCTTTCGTTAATTCGAAGGACATAA 

CTTATAAATGTTTAAATTATG 

SEQ ID NO 42: At3g57670, 2xC2H2 f Arabidopsis thaliana 

MTDPYSNFFTDWFKSNPFHHYPNSSTNPSPHPLPPVTPPSSFFFFPQSGDLRRPPPPPTPPP 

SPPLREALPLLSLSPANKQQDHHHNHDHLIQEPPSTSMDVDYDHHHQDDHHNLDDDDHDVTV 

ALHIGLPSPSAQEMASLIJ^MSSSSSSSRTTHHHEDMNHKKDLDHEYSHGAVGGGEDDDEDSV 

GGDGGCRISRLNKGQYWIPTPSQILIGPTQFSCPVCFKTFNRYNNMQMHMWGHGSQYRKGPE 

SLRGTQPTGMLRLPCYCCAPGCRNNIDHPl^ 

AVRGDVmTHEKNCGKLWYCICGSDFKHKRSLKDHIKAFGNGHGAYGIDGFDEEDEPASEVEQ 
LDNDHESMQSK 

SEQ ID NO 43: gi_18676370_ref_AJ311810 .2 , 2xC2H2, Arabidopsis 
thaliana 

ATCTAC AC ACTACT ACTC AC ATC TC AT CTCTCTCTAGCAC AT ACCC ATCAAACC AT AT AG AT 
ACGGTGCTTTTATTCTTGATCTTCTTCTTCTTCTTTGTCTTCTCCTCAGAGTCATGTCTAAT 
CCAGCTTGTTCGAATCTCTTCAACAATGGATGTGACCATAATAGCTTCAACTATTCCACTTC 
TCTCTCTTACATTTACAACTCTCACGGTAGCTACTATTACTCTAATACCACAAACCCTAATT 
AC ATTAATC AT ACT CATACC ACT TCCACT TCCCCTAACTC ACCCCC AC TAAGAGAAGCTCTT 
CCTCTTCTTAGCTTAAGCCCCATAAGGCACCAAGAACAACAAGACCAACACTATTTCATGGA 
CACCCATCAAATTAGCTCTTCAAACTTTCTTGATGATCCTCTTGTGACTGTGGATCTTCATC 
T AGGGTTACC AAAC TACGGTGTTGGTGAGAGCATTAGGAGCAATATTGCTCCTGATGC AACC 
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ACGGACGAGCAAGATCAAGATCATGACCGAGGAGTAGAAGTCACAGTTGAGTCCCACCTTGA 
TG ATGATGATGATCATCATGGAG ATCT ACAC AG AGGTCAT CAC T ATT GGATT CC TACTCC TT 
CTCAGATTTTGATTGGTCCTACACAGTTCACTTGTCCTCTTTGCTTCAAGACATTCAACAGA 
T ACAACAAC ATGC AGATGC AC AT GTGGGG AC ACGGC TC ACAATAC AGAAAGGGACC AGAATC 
CT TAAG AGGAAC CC AACCAAC AG GAATGC TAAG AC TACC ATGTT TCTGCTGT GC AC CCGGTT 
GCAAGAACAACATTGACCACCCACGAGCCAAGCCTCTTAAGGACTTTCGAACCCTCCAAACA 
CATTACAAACGTAAACATGGGTCTAAACCATTTGCTTGTCGTATGTGTGGTAAGGCCTTTGC 
AGTGAAAGGAGATTGGAGAACGCATGAGAAGAATTGTGGAAAGCTTTGGTATTGCTCTTGTG 
GCTCGGATTTTAAGCACAAGAGGTCGCTTAAGGACCATGTCAAGGCCTTTGGAAATGGTCAT 
GTTCCTTGTGGGATTGATAGTTTTGGAGGAGATCATGAGGACTACTATGATGCTGCTTCTGA 
TATCGAGCAATAAGATGATAGCAACAACAATGAGTGTTAATTAGGGGTTTTGTTTATTTTTC 
CTCTCATGCATTAGTTGATTGTATGCACGTGTTCTTTAGTTTTGTTCTTCGGATCTTTGTTT 
TATTTTGTTTTGAGCTGTTTTTTTTTTAATTACTAAGAAGTTAATTATCATCTAAAGATTTT 

C 

SEQ ID NO 44: giJL8376498_ref_CAC86167 . 1, 2xC2H2, Arabidopsis 
thaliana 

MSNPACSNLFNNGCDHNSFNYSTSLSYIYNSHGSYYYSNTTNPNYINHTHTTSTSPNSPPLR 
EALPLLSLSPIRHQEQQDQHYFMDTHQISSSNFLDDPLVTVDLHIxGLPNYGVGESIRSNIAP 
DATTDEQDQDHDRGVEVTVESHLDDDDDHHGDLHRGHHYWIPTPSQILIGPTQFTCPLCFKT 

FNRYNNMQMHMWGHGSQYRKGPESLR 

LQTHYKRKHGSKPFACRMCGKAFAVKGDWRTHEKNCGKLWYC SCGS DFKHKRSLKDHVKAFG 
NGHVPCG I DS FGGDHEDYYDAAS DI EQ 

SEQ ID NO 45: giJ7798991_ref_AL355775 . l_region 7957 ... 8451, 
2xC2H2, Arabidopsis thaliana 

ATGGTTGCGAGAAGTGAGGAAGTTGAGATAGTGGAAGATACGGCGGCGAAATGTTTGATGTT 
GTTATCAAGAGTTGGAGAATGCGGCGGAGGAGGAGAGAAACGAGTTTTCCGATGCAAGACTT 
GTCTTAAAGAGTTTTCGTCGTTTCAAGCTTTGGGAGGTCATCGTGCAAGCCACAAGAAACTC 
AT TAAC AGTAGCGATCC ATC ACT TCTTGGAT CC TTGT CT AAC AAGAAAACTAAAACGG CGAC 
GTCTCATCCTTGTCCGATATGTGGCGTGGAGTTTCCGATGGGGCAAGCTCTTGGTGGTCACA 
TGAGGAGACATAGGAGTGAGAAAGCCTCACCAGGCACGTTGGTTACACGTTCTTTTTTACCG 
GAGACGACGACGGTGACGACTTTGAAAAAATCGAGTAGTGGGAAGAGAGTGGCTTGTTTGGA 
CTTAGATTCGATGGAGAGTTTAGTCAATTGGAAGTTGGAGTTGGGAAGAACGATTTCTTGA 

SEQ ID NO 46: giJ7798996_ref_CAB90935 . 1, 2xC2H2, Arabidopsis 
thaliana 

MVARSEEVEIVEDTAAKCLMLLSRVGECGGGGEKRVFRCKTCLKEFSSFQALGGHRASHKKL 
INSSDPSLLGSLSNKKTKTATSHPCPICGVEFPMGQALGGHMRRHRSEKASPGTLVTRSFLP 
ET TT VT TLKKS S S GKRVACLDLD SMES LVNWKLE LGRT I S 

SEQ ID NO 47: gi_9755794_ref_AL391143 . 1 ^region 31730 ... 
32 938, 2xC2H2, Arabidopsis thaliana 

ATGGAAGACGAACATCAAGATCT CC AT AAACCC ATTAATGGAGCTT TGCGAG ACCT CAAG AT 
TACTCGGTCACAGAAAGAAACAG7UVAAGTCTACGAACCAACAGCAAGATGTTACTTGTTACT 
ATGGTCTAAGGGAAAACTCGAAGAAGAAAACCCAGGAATCTCCGGAACCAATGAAGAAGATT 
TT GT TT CGATGC GAAG AATGT GGAAAAGGGT TTCGGTACG AGAAATATT TTAAGAATCATCG 
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CTCGATGATGCATTTATCGCCGAACGAGAAGGTTTGTGAAGAATCCTTGATGACTCTGTCTC 
GTAGCCTTGGGTTTGTGAAGAAGAAGAAAAGATCAAGACTTGGTAGGTCTGGGAAGACTTTA 
TTTACTACGTTTCTTGAACCGAGTTCTATTTTTGATGCGACTGATGAAGAATTAGAAGTGGC 
GGATTGTTTGATTCTATTGTCTAAGAGTGCTCCCAAGGTTGTAGACGAATTGAAAAGTCTTT 
CTGAGGCAGTACGTGTTACTCCTGAAACACCTGAAAGTAGCTATGATTTGGGTTGTTTGCTC 
AACAAGAAACCGAGAAAAGGTGGTGAATTGGAATCTGGGGTTTTAAGTAATGAGCAAAGACT 
TATGGAAGAAGGGTTTAGTAGTTATGGAACATCGAAAGAACCAGCTAGCTTCTTGAGAGACG 
AAAACAGATTGGATCAGCAGAAACGGAGAAAAGATGGTGAATTTGAATCCGGACTTTTGAGT 
AATGAGCAAAGACTGCTAGAAGAAGAGATTACTACTCCTGTGACATTCAAAGGTCCAGCGAG 
TTCCTTGAGACACAAGTGTGCTTTGGATCGAAATGGAGGTGAATTTGGTCCTGAGTTTTTGA 
GTAATGAGCAAACACTGATGGAAGAAACATGGAAAGAACCAGTGAGTTTCTTAGAAGATAAG 
CATGAATTTGATCAGCGGAAAATGCGAGAAGCTGGCGACTTTGAATCTAGGTTTTACAGAAT 
TGAGCTTGGAGTAGGAGCTATGGAGTGTACTTCTTCAGATACTGATATGCTCACGCAATCTG 
ATAAGAAGAACGTTGAGCATCGATGCAGGTTGTGCAACAAGATATTCTCGTCTTATCAAGCT 
CTAGGGGGTCATCAGACGTTTCATCGGATGAGCAAATGTAAGAACAAGAAGAATGGCATAGA 
GGAATCAGTTGAACCCAGGATGACTCTGTGA 

SEQ ID NO 48: gi_9755803_ref_CAC01747 . 1, 2xC2H2, Arabidopsis 
thaliana 

MEDEHQDLHKPINGALRDLKITRSQKETEKSTNQQQDVTCYYGLRENSKKKTQESPEPMKKI 
LFRCEECGKGFRYEKYFKNHRSMMHLSPNEKVCEESLMTLSRSLGFVKKKKRSRLGRSGKTL 
FTTFLEPSSIFDATDEELEVADCLILLSKSAPKWDELKSLSEAVRVTPETPESSYDLGCLL 
NKKPRKGGELESGVLSNEQRLMEEGFSSYGTSKEPASFLRDENRIiDQQKRRKDGEFESGLLS 
NEQRLLEEEITTPVTFKGPASSliRHKCALDRNGGEFGPEFLSNEQTLMEETWKEPVSFLEDK 
HEFDQRKMREAGDFESRFYRIELGVGAMECTSSDTDMLTQSDKKNVEHRCRLCNKIFSSYQA 

LGGHQTFHRMSKCKNKKNGIEESVEPRMTL 

SEQ ID NO 49: gi_1418338_ref_X98678 . 1, 2xC2H2, Arabidopsis 
thaliana 

CTTGTTAGTTCACTCCACATAATAAACACCAAAGATTTCATTCTCTTCTCCATAATTTCGAA 
GTTTCTTGAATTGGGTTTGTTTCTTGATTTGTTTCTTGAATTGGGTTTTGGTCTTCTTTTCT 
TACTATATTTGGATATGATGATGGGTCAAGATGAGGTTGGGAGTGATCAGACGCAAATCATA 
AAAGGGAAACGTACGAAGCGACAAAGATCGTCTTCGACGTTTGTGGTGACGGCGGCGACAAC 
AGTGACTTCAACAAGTTCATCGGCCGGTGGAAGTGGAGGAGAAAGAGCTGTTTCAGATGAAT 
ACAACTCGGCGGTTTCGTCTCCGGTGACTACTGATTGTACGCAAGAAGAAGAAGACATGGCG 
ATTTGTCTCATCATGTTAGCTCGTGGGACAGTTCTTCCATCGCCGGATCTCAAGAACTCGAG 
AAAAATTCATCAGAAGATTTCGTCGGAGAATTCTAGTTTCTATGTGTACGAGTGTAAAACGT 
GTAACCGGACGTTTTCGTCGTTCCAAGCACTTGGTGGACACAGAGCGAGCCACAAGAAGCCG 
AGGACGTCGACTGAGGAAAAGACTAGACTACCCCTGACGCAACCCAAGTCTAGTGCATCAGA 
AGAAGGGCAAAACAGTCATTTCAAAGTTTCCGGCTCAGCCCTAGCTTCACAGGCAAGTAACA 
TCATCAACAAGGCAAACAAAGTACACGAGTGTTCCATCTGCGGTTCTGAGTTCACTTCCGGG 
CAAGCTCTCGGTGGTCACATGAGGCGGCACAGGACAGCCGTAACCACGATTAGCCCCGTTGC 
AGCCACCGCAGAAGTAAGCAGAAACAGTACAGAGGAAGAGATTGAGATCAATATAGGCCGTT 
CGATGGAACAGCAGAGGAAATATCTACCGTTGGATCTTAATCTACCAGCACCAGGAGATGAT 
CTAAGAGAGTCCAAGTTTCAAGGGATAGTATTCTCAGCAACACCAGCGTTAATAGATTGTCA 
TTACTAGTTGTTTTTTTTACTACATAATATGATGAAATATTTGTGAATTCTTCTTACTTACT 
ACTATATTGTTGATCAAAAAAAAAAAAAAAAAA 
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SEQ ID NO 50: giJL418339_ref_CAA67236.1, 2xC2H2, Arabidopsis 
thaliana 

MGQDEVGS DQTQ I IKGKRTKRQRS S S T FWT AATT VT S TS S S AGGS GGERAVS DE YNS AVSS 
PVTTDCTQEEEDMAICLIMLARGTVLPSPDLKNSRK^ 

FQALGGHRASHKKPRTSTEEKTRLPLTQPKSSASEEGQNSHFKVSGSALASQASNIINKAlsK 
VHEC S I CG SE FT SGQALGGHMRRHRT AVT T I S P VAAT AE VSRN S TEEE IE I N I GRSMEQQRK 
YLPLDLNLPAPGDDLRESKFQGIVFSATPALIDCHY 



FIGURE 3 (continued) 
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10/537897 



WO 2004/058980 



PCT/EP2003/051104 



17/17 



mRNA start. 
PRO0151 
T-nos 

screenable marker 

constitutive promoter - \ 
screenable marker - 
trios cassette 

PRO0153 

polyA 

selectable marker 3* exon ■ — '• 
constitutive promoter - 
selectable marker (Irttron) 
polyA cassette 

selectable marker 5' axon 



T-zeln 

J-rbcS-deltaGA 

_ RB repeat nopaHne 

** RBT1C58 




*pBR322 (or! 
+ bom) 



PRO0153 



SP/SMr 
LBTIC58 
LB repeat nopallne 



FIGURE 5 



